Table 1: Intra CRF 02_AG recombination patterns in the polymerase gene of HIV-1 strains from Southern Ghana

	IDGHN
	1
	2
	3
	4
	5
	6
	7
	8
	9
	10
	11
	12
	13
	T
	RCOMB
	(SS90%

	10
	X
	
	
	
	X
	
	X
	
	
	
	
	
	X
	4
	1/13/5/7
	1 (1013-1022), 13 (466-582)

	15
	X
	
	
	
	X
	
	X
	
	
	
	
	
	
	3
	5/1/5/7
	5 (524-774)

	21
	
	
	
	
	
	
	
	
	
	X
	X
	
	
	2
	10/11
	10 (250-747), 11 (783-1052)

	24
	X
	
	X
	
	
	
	X
	
	
	
	
	
	
	3
	1/3/7
	3 (459-860)

	25
	X
	
	X
	
	X
	
	X
	
	
	
	
	
	X
	5
	3/1/13/5/7
	7 (1008-1052)

	34
	X
	X
	
	
	
	
	
	X
	
	
	
	
	X
	4
	8/1/13/1/13/2/1
	2 (710-924)

	36
	
	
	
	X
	
	
	
	
	
	
	
	
	
	1
	nil
	4 (250-1052)

	60
	
	
	
	
	
	
	
	
	
	
	
	X
	
	1
	nil
	12 (250-1052)

	67
	
	
	
	
	X
	X
	
	
	
	
	
	
	X
	3
	13/5/6
	nil

	71
	X
	X
	
	
	
	
	
	X
	X
	
	
	
	
	4
	9/1/8/2/1/2/1/2/1
	2 (832-872)

	72
	
	
	X
	
	X
	X
	X
	
	X
	
	
	
	X
	6
	3/13/5/9/7/6
	6 (889-1052), 9 (837-840)

	81
	X
	X
	
	X
	X
	
	
	
	
	
	
	
	X
	5
	4/1/13/5/2/1
	5 (901-923)

	82
	X
	
	
	
	X
	X
	
	
	
	
	
	
	X
	4
	1/13/5/6
	nil

	86
	X
	
	X
	
	
	
	
	X
	
	
	
	
	
	3
	1/3/8
	8 (661-1052)

	87
	X
	X
	
	
	X
	X
	
	
	
	
	
	
	X
	5
	1/13/1/5/2/6/5/2/6
	nil

	88
	X
	
	X
	
	X
	
	X
	
	
	
	
	
	X
	5
	3/1/13/5/7
	7 (1011-1022)

	90
	X
	
	X
	
	X
	
	X
	
	
	
	
	
	X
	5
	5/1/13/3/7/5/7
	5 (903), 7 (878-889), 13 (638-709)

	93
	X
	X
	
	
	X
	X
	
	
	X
	
	X
	
	X
	7
	5/1/5/13/5/13/2/6/9/11
	2 (663-874), 6 (899-961), 9 (971-1032), 11 (1040-1041)

	96
	X
	
	
	
	X
	
	X
	
	X
	
	
	
	X
	5
	9/1/9/13/5/7/5
	nil

	103
	X
	
	X
	
	X
	X
	X
	
	
	
	
	
	X
	6
	3/1/3/13/5/6/7
	nil

	104
	
	
	X
	
	X
	
	X
	
	
	
	
	
	X
	4
	3/13/5/7
	7 (1007-1052)

	105
	X
	
	
	
	X
	X
	
	
	
	
	
	
	X
	4
	1/13/5/6
	1 (250-315), 5 (713-958)

	111
	X
	X
	X
	
	X
	
	X
	
	
	
	
	
	
	5
	3/1/5/2/5/2/5/2/7
	nil

	117
	X
	
	X
	
	
	X
	X
	X
	
	X
	
	
	
	6
	10/3/1/6/8/7/10/7/10
	1 (372-458), 6 (461-537), 7 (662-674; 740-792), 8 (564-661), 10 (677-732; 802-1052)

	123
	X
	X
	
	
	X
	
	
	
	
	
	
	
	X
	4
	13/5/13/1/13/5/2
	2 (707-777)

	TCUM
	19
	7
	10
	2
	17
	8
	12
	4
	4
	2
	2
	1
	16
	-
	
	


