
Parasite Epidemiology and Control 19 (2022) e00276

Available online 10 October 2022
2405-6731/Crown Copyright © 2022 Published by Elsevier Ltd on behalf of World Federation of Parasitologists. This is an open access article under
the CC BY-NC-ND license (http://creativecommons.org/licenses/by-nc-nd/4.0/).

Parasite clearance dynamics in children hospitalised with severe 
malaria in the Ho Teaching Hospital, Volta Region, Ghana 

Laura Paris a, Richmond G. Tackie b, Khalid B. Beshir a, John Tampuori c, 
Gordon A. Awandare d, Fred N. Binka e, Britta C. Urban f, Bismarck Dinko b,*, 
Colin J. Sutherland a 

a Department of Infection Biology, Faculty of Infectious and Tropical Diseases, London School of Hygiene and Tropical Medicine, London, UK 
b Department of Biomedical Sciences, School of Basic and Biomedical Sciences, University of Health and Allied Sciences, Ho, Ghana 
c Department of Urology, Ho Teaching Hospital, Ho, Ghana 
d West African Centre for Cell Biology of Infectious Pathogens, Department of Biochemistry, Cell and Molecular Biology, University of Ghana, Legon, 
Accra, Ghana 
e Department of Epidemiology and Biostatistics, School of Public Health, University of Health and Allied Sciences, Ho, Ghana 
f Department of Tropical Disease Biology, Faculty of Biological Sciences, Liverpool School of Tropical Medicine, Liverpool, UK   

A R T I C L E  I N F O   

Keywords: 
Severe malaria 
Artemisinin-based combination therapy 
Parasite clearance 

A B S T R A C T   

Background: Over 90% of severe malaria (SM) cases occur in African children. Parenteral arte
sunate is currently the recommended treatment for SM. Studies of parasite clearance in paediatric 
SM cases are needed for assessment of therapeutic outcomes but are lacking in Africa. 
Methods: Severe malaria patients were recruited in the children’s emergency ward at Ho Teaching 
Hospital, Ghana, in 2018. Blood samples were taken upon admission, every 24 h for 3 days and 1 
week after treatment, and DNA extracted. Parasitaemia and parasite densities were performed by 
microscopy at enrolment and the follow-up days wherever possible. Relative parasite density was 
measured at each timepoint by duplex qPCR and parameters of parasite clearance estimated. 
Results: Of 25 evaluable SM patients, clearance of qPCR-detectable parasites occurred within 48 h 
for 17 patients, but three out of the remaining eight were still qPCR-positive on day 3. Increased 
time to parasite clearance was seen in children ≥5 years old, those with lower haemoglobin levels 
and those with a high number of previous malaria diagnoses, but these associations were not 
statistically significant. 
Conclusion: We examined parasite clearance dynamics among paediatric cases of SM. Our ob
servations suggest that daily sampling for qPCR estimation of P. falciparum peripheral density is a 
useful method for assessing treatment response in hospitalised SM cases. The study demonstrated 
varied parasite clearance response, thus illuminating the complex nature of the mechanism in this 
important patient group, and further investigations utilizing larger sample sizes are needed to 
confirm our findings.   
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1. Introduction 

Malaria is a major life-threatening parasitic infectious disease that continues to impair the wellbeing of people in sub-Saharan 
Africa, with children and pregnant women bearing the major burden of morbidity (WHO, 2021). Severe malaria (SM), character
ized by a range of complications (Mousa et al., 2020), requires hospitalization and careful patient management. According to the WHO 
(2021), 228 million malaria cases and 405,000 deaths worldwide were reported in 2018, with >90% of both cases and deaths 
occurring in sub-Saharan Africa. An accurate estimate of the proportion of cases with SM is difficult because malaria is most prevalent 
in poor and rural communities where methods of disease identification, documentation and reporting are the weakest (WHO, 2021). 
The global annual incidence of SM, last estimated in 2014, was approximately 2 million, with over 90% of all cases occurring due to 
Plasmodium falciparum infections in African children (WHO, 2014). In countries with moderate to high malaria endemicity such as 
those in West Africa, children under 5 years account for most of the SM cases, presenting with complications including hyper
parasitaemia, cerebral malaria (CM) and severe malaria anaemia (SMA) (Meerman et al., 2005). Therefore, in clinical practice it is vital 
that these patients are assessed and given prompt treatment. 

Artemisinin-based combination therapy (ACT) is recommended for the management of uncomplicated malaria in African countries, 
whereas parenteral artesunate monotherapy is the recommended regimen for hospitalised SM cases (Dondorp et al., 2010). Reduced 
susceptibility to artemisinin in P. falciparum manifests as slower parasite clearance in vivo, commonly measured as parasite clearance 
half-life in patients treated with artesunate monotherapy and monitored by microscopy of closely-spaced (6–12 h apart) blood samples 
(Ashley et al., 2014) or by qPCR estimation of parasite density in daily finger-prick blood samples (Beshir et al., 2021). The emergence 
in the Mekong countries of P. falciparum parasites displaying reduced susceptibility threatens ACT treatment efficacy (Noedl et al., 
2008; Dondorp et al., 2009; Ashley et al., 2014; Spring et al., 2015). Polymorphisms in the propeller domain of a kelch gene on 
chromosome 13 are thought to be the major determinants of artemisinin resistance in the Mekong countries (Ariey et al., 2014; Takala- 
Harrison et al., 2015). Recently, a P. falciparum K13 R561H (pfk13 R561H) mutation was detected in Rwandan isolates and associated 
with day 3 parasite positivity after ACT, providing evidence of de novo emergence of this genotype (Uwimana et al., 2020). In Northern 
Uganda, an association was found between parasite clearance half-life with both A675V or C469Y mutations indicating emergence of 
artemisinin resistance in Africa (Balikagala et al., 2021). Therefore, there are concerns that sustained use of ACT will favour spread of 
these parasites within Africa (Conrad et al., 2014; Taylor et al., 2015; Sutherland et al., 2017: Uwimana et al., 2020; Balikagala et al., 
2021). 

There have been some reports of delayed parasite clearance in Africa. The distributions observed do not yet support a widespread 
selective sweep for an ACT-resistant phenotype, but does warrant continued surveillance (Beshir et al., 2013, 2021; Taylor et al., 2015; 
Lu et al., 2017; Sutherland et al., 2017). Recent in vitro studies have greatly expanded our understanding of reduced artemisinin 
susceptibility in P. falciparum and identified important K13-independent resistance phenotypes mediated in vitro by variants of other 
cellular proteins, including Coronin, trafficking adaptin subunit AP-2μ and ubiquitin binding protein 1 (UBP-1) (Sutherland et al., 
2020). 

In the African setting, with large paediatric patient population, and in remote areas of Asia qPCR estimation of changes in parasite 
density in daily blood samples at 24 h, 48 h and 72 h provides an alternative to the frequent blood sampling deployed by studies in the 
Mekong countries (Beshir et al., 2010, 2013, 2021; Lubis et al., 2020). Declining ACT efficacy would not only jeopardize malaria 
eradication but may also result in a surge in African childhood morbidity and mortality rates. This might lead to an increase in severe 
malaria incidence, as is thought to have occurred after mass failure of chloroquine efficacy in the 1980s and 1990s (Trape et al., 1998). 
Few published studies on parasite clearance in African SM patients exists, and these deploy frequent blood sampling and parasite 
density estimation by microscopy as in the Mekong studies described above (Byakika-Kibwika et al., 2018). The qPCR-based protocol, 
requiring only once-daily blood sampling (Beshir et al., 2010), has not been evaluated as a means to monitor treatment outcomes in 
paediatric SM patients in African hospitals. 

In this study we assessed parasite clearance dynamics in Ghanaian children with severe malaria admitted as in-patients to a regional 
teaching hospital using an established multiplex qPCR assay. 

2. Materials and methods 

2.1. Study area 

The study was carried out in the Ho municipality of the Volta Region, located in the Eastern part of Ghana. The samples were 
collected at the Ho Teaching Hospital in urban Ho, and the laboratory procedures were carried out in the Laboratory for Infectious and 
Tropical Diseases, Department of Biomedical Sciences, School of Basic and Biomedical Sciences, University of Health and Allied 
Sciences, Ho (UHAS). qPCR analysis was performed in the Department of Infection Biology, London School of Hygiene & Tropical 
Medicine. Southern Ghana is characterized by two distinct malaria transmission seasons: a major rainy season occurring from April to 
July and a less intense rainy season from September to November, with malaria cases beginning to rise a month after the start of the 
rains (Mba and Aboh, 2007). Transmission during the rainy season is considered moderate to high in this region, and P. falciparum 
accounts for 85–90% of all infections with P. malariae (<10%) and P. ovale (<1%) also present (Dinko et al., 2013). 
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2.2. Patients and study design 

2.2.1. Study participants and design 
Study participants were children between 1 and 14 years at the children’s ward (CW) of the Ho Teaching Hospital. Patients were 

recruited post-admission under a sub-study renewal of the project protocol “Immunobiology of Sexual Stage Antigens of the Plas
modium falciparum Parasites”, approved by the Ghana Health Service Ethical Review Committee (GHS-ERC: 03/09/2016) and the 
LSHTM Research Ethics Committee (#14967). Consent was obtained for each individual from parents or guardians, as set out in the 
main protocol. The study was conducted in accordance with the ethical standards of the Helsinki Declaration (2008) of the World 
Medical Association. The main inclusion criteria were signs and symptoms of severe malaria such as repeated convulsions, persistent 
fever, anaemia, high parasitaemia and the exclusion criterion was any other severe disease. 

2.2.2. Sample collection, treatment and follow-up 
Samples were collected in June to August 2018, during the latter part of the major rainy season, Febrile children admitted to the 

ward with suspected malaria were first screened for P. falciparum parasites by finger-prick peripheral blood using a P. falciparum- 
specific RDT (Malaria Pf rapid test, Shenyang LTH Technology Development Company, Beijing, China). A dried blood spot (DBS) was 
also obtained on Whatman grade 3 filter paper (Whatman, Maidstone, UK) from the same finger-prick and blood smears made to 
confirm the presence of parasites by microscopy. Venous blood (2-4mL) was collected into EDTA tubes for preparation of comparative 
and comfirmatory blood smears and haemaglobin (Hb) estimation using the Sysmex haematology analyzer (Sysmex, UK). DBS were 
transferred to the Laboratory for Infectious and Tropical Diseases in UHAS in individually-sealed Ziplock bags and air-dried for 24 h 
before storage at − 80 ◦C. Recruitment and sampling procedures are summarised in Fig. 1. 

Children testing positive for malaria and requiring hospitalization for SM received parenteral artesunate at the time of admission 
for a minimum of 24  (h) followed by the locally recommended oral ACT artemether-lumefantrine (AL) for a full course of 6 doses over 
three days as recommended (Ministry of Health Ghana, 2014). Follow-up blood samples were taken at 24 h, 48 h and 72 h post- 
treatment and, following discharge, patients were invited to return for review 7 days after commencing treatment. On each follow 
up day a finger-prick blood spot was collected onto filter paper as previously described by trained hospital staff following local hospital 
guidelines and national protocols. The study team had no influence over clinical management of patients, and no clinical follow-up was 
carried out beyond the 7 day timepoint. Decisions to hospitalize children were made solely by hospital clinical staff, and in-patients 
were managed following established guidelines (WHO, 2014). Our participants therefore received close to standard in-patient care for 
children with SM at Ho Teaching Hospital, the only difference being collection of daily finger-prick samples and a day 7 follow-up at 
the hospital. Routine clinical data including peripheral haemoglobin levels were provided by the hospital clinicians. 

Fig. 1. Sampling procedures for recruited children at the Children’s Emergency Ward. 
Sample flow for collection of dried blood spots on filter paper from children admitted for severe malaria. 
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2.3. Microscopy 

Thick and thin blood smears were stained in 10% Giemsa, after fixing the thin smear in methanol, and these were examined under 
high powered microscope, and detected parasites were counted. All initial parasite counts were performed by hospital laboratory staff 
as previously described (Dinko et al., 2013, 2018). Each slide was read independently by two experienced microscopists, and the 
geometric mean reading of the two replicates used for analysis. Independent microscopists read the slide in cases where the parasite 
counts estimates of the first two readers differed by >10%, and the third reading was used in computing the geometric mean in place of 
the one with bigger difference. Sexual parasite rate and density were determined as described (Dinko et al., 2013). 

2.4. DNA extraction and parasite clearance time qPCR (PCT qPCR) assay 

DNA extraction from DBS was carried out as previously described (Robinson et al., 2018; Robinson et al., 2019). Relative parasite 
densities in patients pre- and post- treatment were determined using an established method (Beshir et al., 2010). Briefly, quantitative 
PCR with a pan-genus apicoplast genome target (pgmet) was used to provide relative quantification of parasite DNA in each blood 
sample against a human gene signal (β-tubulin). Relative parasite density from samples collected on days 1 to 3 was then normalised 
against the relative parasite density of the day 0 sample. qPCR reactions for each sample were run in duplicate alongside a calibrator, 
the WHO international standard for P. falciparum DNA, as previously described (Robinson et al., 2019). This method has an estimated 
limit of detection of 0.05 parasites per μL of whole blood (Beshir et al., 2013, 2021; Lubis et al., 2020). 

2.5. Data and statistical analysis 

Parasite clearance curves for each patient were used to estimate relative parasite density data and estimates of parasite reduction 
ratio (PRR) at 24 and 48 h after treatment by standard methods as described (Beshir et al., 2010, 2013; Robinson et al., 2019). The chi- 
squared distribution was used to test for statistical associations between pairs of binary variables, and odds ratios (OR) calculated. The 
variables evaluated for association with parasite clearance (in days) included history of malaria episodes, haemoglobin levels at 
presentation and age of participants. 

3. Results 

3.1. Patient characteristics 

A total of 33 patients with SM who tested positive for P. falciparum parasites by RDT and microscopy were enrolled in the study, of 
which 25 provided at least 2 evaluable samples, pre- and post-treatment, for qPCR analysis. Of the 25 enrollees, 13 of them were 
female, and the pre-treatment (day 0) asexual parasite density by microscopy ranged from 771 to 32,800 parasites/μl. Each in-patient 
was followed up 24 h, 48 h and 72 h post-treatment, and 9 returned for review 7 days after commencement of treatment. Enrolment 
characteristics are presented in Table 1. None of the SM patient had taken antimalarials or traditional herbal medicine within the 2 
weeks prior to hospital admission. All 25 patients were initially treated with intravenous artesunate, 14 of which were switched to oral 
ACT, intra-muscular artemether or artesunate suppository as antimalarial medication after 24 h (Table 2). By the 3rd day of admission 
88% of the children had their symptoms resolved and were discharged to complete a standard 3-day, 6-dose course of oral AL at home. 

Table 1 
Patient characteristics at clinical presentation and treatment received, N = 25.  

Characteristic Category Number (%) 

Gender    
Female 13 (50%) 

Age    
<2 y 1 (4%)  
2 y to <5 y 12 (48%  
≥5 y 12 (48%) 

Age range  1-12y 
Mean age  4y 8 months 
Initial treatment    

parenteral artesunate 25 (100% 
Subsequent treatment    

artemether-lumefantrine 13 (52%)  
artesunate suppository 1 (4%)  
not recorded 11 (44%) 

Previous malaria diagnoses1    
0 10 (40%)  
1 3 (12%)  
2 7 (28%)  
3–7 5 (20%)  
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Table 2 
Presentation parasite density and parasite reduction ratios following treatment in 25 hospitalised children with SM.  

ID Age yrs Enrolment parasites/μL# Hb Parasite clearance* prev. Malaria diagnoses PRR24** PRR48** parasites at day 7 

SM004 3 6123 – day 1 2 100,000  ND*** 
SM007 7 – 14.5 day 1 2 100,000  ND 
SM037 2 – 11.9 day 1 0 100,000  ND 
SM038 4 8800 11.4 day 1 0 100,000  ND 
SM041 12 – 6.8 day 1 1 100,000  YES 
SM047 2 – 10.9 day 1 1 100,000  NO 
SM049 6 32,800 4.48 day 1 0 100,000  NO 
SM006 2 4167 – day 2 1 44.24 100,000 ND 
SM008 2 771 10.8 day 2 2 26.36 100,000 ND 
SM036 2 – 12.2 day 2 0 0.06 100,000 ND 
SM043 5 21,600 – day 2* 3 526.32 100,000 ND 
SM044 4 – – day 2 2 4 100,000 YES 
SM051 5 – 8.6 day 2 7 2500 100,000 NO 
SM052 8 – – day 2 0 9.85 100,000 YES 
SM053 2 29,600 9 day 2 0 65.79 100,000 ND 
SM054 5 – – day 2 3 68.97 100,000 NO 
SM056 10 28,400 – day 2 0 42.73 100,000 ND 
SM001 1 39,326 9.7 day 3 0 4.48 434.78 ND 
SM003 3 1449 7 day 3 2 21.55 35.97 ND 
SM005 5 1980 9.7 day 3 2 6.84 1666.67 ND 
SM048 7 1280 3.81 day 3 3 24.75 4117.65 NO 
SM050 8 – 5.1 day 3 6 0.6 1.61 ND 
SM042 5 16,400 10.1 Not cleared 2 49.26 2500 NO 
SM045 4 – 10.2 Not cleared 0 4.16 28.74 NO 
SM046 2 – 10.2 Not cleared 0 0.54 0.66 ND  

# Dash indicates standard microscopy was not performed at initial presentation, in most cases because very sick patients were immediately given 
presumptive parenteral treatment. Parasitaemia was confirmed later at the time of Hb estimation, as a qualitative check only. 

* “Parasite clearance” refers to the day of collection of the first qPCR-negative blood sample. One individual (SM043) with parasite clearance stated 
as “Day 2′′ did not have follow-up at day 3 due to discharge from the hospital, but the 48 h blood sample was subsequently found to be qPCR positive. 

** To avoid infinity values in the parasite reduction ratio (PRR), full clearance at 24 or 48 h was arbitrarily designated as a PRR of 100,000. 
*** ND means test not done on day 7 for parasite detection. 
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Fig. 2. Plot of estimated relative parasite clearance over time in treated SM patients. 
Relative parasite densities compared to pre-treatment were estimated from daily qPCR estimates for each evaluable participant (N = 25). Y-axis is 
plotted on a log-scale. SM042, SM045 and SM046 did not clear qPCR-detectable parasitaemia by day 3. The number of children examined (day 0 n 
= 25) and cleared parasites on the follow-up days (day 1 n = 5, day 2 n = 10 and day 3 n = 6) are shown. 
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3.2. Estimation of parasite clearance time by qPCR 

Twenty-five patients were confirmed positive for P. falciparum by PCR and provided at least one post-treatment blood sample for 
assessment of parasite clearance dynamics and thus contributed to the analysis presented (Table 2). These patients had a relative 
parasite density during follow-up ranging from 0.01% to 186% as determined by qPCR (Fig. 2). Parasite clearance varied among the 
patients, with 7 children clearing (qPCR negative) within 24 h of treatment, 10 clearing within 48 h and 5 children clearing detectable 
parasites by 72 h. Three patients still had detectable parasites on day 3. In the 9 patients followed up a week after treatment 4 children 
had detectable parasite DNA in their blood, 1 of which was a patient that had not cleared by day 3. The parasite reduction ratio on day 
1 and day 2 (PRR24 and PRR48) varied among SM patients as shown on Table 2. 

3.3. Microscopic assessment of gametocyte carriage 

No gametocytes were detected on blood smears using microscopy from day zero to 7 as described (Dinko et al., 2013), and no 
asexual parasites were observed in day 7 blood films from any of the SM patients. 

3.4. Association of parasite clearance dynamics with patient characteristics 

Given the sample size and small number of infections persisting beyond 48 h, the study was insufficiently powered to identify risk 
factors associated with slow parasite clearance. There was no evidence that children <5 years were likely to clear parasites slowly, 
since five of the ten children with qPCR positive results at 48 h post treatment were ≥ 5 years. The data suggest that a history of high 
malaria exposure rendered our patients less likely to clear in 48 h, with those children with 2 or more previous episodes of malaria (12/ 
25) more likely to remain parasitaemia at 48 h than those with one or no previous episodes (13/25) (OR 3.33, 95% CI 0.46–27.5; P =
0.16). The ten children with parasitaemia persisting at 48 h were more likely to have Hb at enrolment under 10 g/dL, but this was not 
statistically significant (OR 2.5; 95% CI 1.31–4.79; Fisher’s exact P = 0.32). 

4. Discussion 

This study shows that parasite clearance dynamics varied considerably among SM cases, and that 10 of 25 evaluable children failed 
to clear qPCR-detectable parasitaemia by 48 h. Further, of the nine children who were available for day 7 post-treatment follow-up, 
four had detectable Plasmodium DNA in their peripheral blood. Our proof-of-principle study was insufficiently powered to evaluate risk 
factors for slow clearance in this important patient group, but our post hoc exploratory analyses suggest that low Hb levels at pre
sentation and a history of 2 or more previous episodes of clinical malaria might be associated with impaired parasite clearance after i.v. 
artesunate and ACT treatment. These factors should be rigorously assessed in larger studies. 

Delayed parasite clearance after treatment, which has been associated with reduced parasite susceptibility to artemisinin in vitro 
mediated by certain P. falciparum gene variants (Ariey et al., 2014; Sutherland et al., 2020), may be an early indicator of loss of efficacy 
of artemisinin-based therapies. This would pose a particularly serious threat to the management of paediatric SM, the patient group 
which account for the majority of malaria mortality world-wide. Therefore, the ability to monitor clearance dynamics in this group 
with a simple daily venous blood sampling onto filter paper would be a useful addition to routine practice in tertiary hospital settings 
throughout sub-Saharan Africa. Platforms for post hoc qPCR analysis are now available in many African countries, and likely to become 
standard equipment in tertiary hospital laboratories following the SARS-CoV-2 pandemic. Systematic collection of such data would 
also provide something of an early warning system for any evidence of falling effectiveness in ACT treatment of uncomplicated 
outpatient malaria in primary health care settings, which is heavily reliant on the same artemisinin-based antimalarial combination 
drugs. Gametocytes persisting after therapeutic clearance of asexual stages of P. falciparum can also generate a qPCR signal. A study 
using microscopy to examine gametocyte clearance in both uncomplicated malaria and SM patients showed that although all par
ticipants were negative for asexual parasites on day 7 post-treatment with ACT, 13.1% and 8.2% were positive for gametocytes, 
respectively (Tangpukdee et al., 2008). We have previously demonstrated that a proportion of Kenyan children treated with ACT for 
uncomplicated P. falciparum malaria with persisting P. falciparum DNA by qPCR were gametocyte-positive at day 7, but this only 
accounted for a subset of persisting infections (Beshir et al., 2013). Future studies should include collection of RNA and RT-PCR 
detection of gametocytes, as we have previously described for patients attending hospitals in the Volta region (Dinko et al., 2018). 

Two of the patients from the group who cleared qPCR-detectable parasitaemia by day 3 were known to be affected by sickle cell 
anaemia (SCA) (genotype SS). Homozygote SS patients with SCA experience fewer malaria episodes than other children, but are not 
protected from malaria as in heterozygous Ss patients. It is therefore thought that malaria infections might compound the severity of 
anaemia in homozygous SCA patients (Makani et al., 2010). Furthermore, SCA patients with SM often present with hyposplenism and 
impaired splenic function which might reduce effective parasite clearance (Luzzatto, 2012). 

The simple qPCR sampling protocol presented here provides a useful platform for further investigation into the unique biological 
mechanisms occurring within this specific, highly vulnerable patient group when hospitalised with malaria parasite infections. Our 
data provide a useful proof-of-principle that this protocol could be effectively applied in larger studies. A weakness of our study is the 
passive nature of our sample set; the research team did not play a part in routine care, treatment decisions or hospital discharge 
decisions, and this should be addressed in larger studies. 
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5. Conclusion 

The observation of variability in the parasite clearance dynamics among this small cohort of paediatric SM cases highlights a need 
to more closely evaluate parasitological recovery and its influence on patient prognosis. Our simple daily sampling protocol provides a 
basis for further investigation with a larger number of cases to better understand parasite clearance trends in SM patients, as well as the 
risk factors contributing to sub-optimal treatment response. 
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Ouédraogo, J.B., Djimde, A., Sutherland, C.J., 2021. Persistent submicroscopic plasmodium falciparum parasitemia 72 hours after treatment with artemether- 
lumefantrine predicts 42-day treatment failure in Mali and Burkina Faso. Antimicrob. Agents Chemother. 65 (8), e0087321 https://doi.org/10.1128/AAC.00873- 
21. 

Byakika-Kibwika, P., Nyakato, P., Lamorde, M., Kiragga, A.N., 2018. Assessment of parasite clearance following treatment of severe malaria with intravenous 
artesunate in Ugandan children enrolled in a randomized controlled clinical trial. Malar. J. 17, 400. https://doi.org/10.1186/s12936-018-2552-6. 

Conrad, M.D., LeClair, N., Arinaitwe, E., Wanzira, H., Kakuru, A., Bigira, V., Muhindo, M., Kamya, M.R., Tappero, J.W., Greenhouse, B., Dorsey, G., Rosenthal, P.J., 
2014. Comparative impacts over 5 years of artemisinin-based combination therapies on plasmodium falciparum polymorphisms that modulate drug sensitivity in 
Ugandan children. J. Infect. Dis. 210, 344–353. https://doi.org/10.1093/infdis/jiu141. 

Dinko, B., Oguike, M.C., Larbi, J., Bousema, T., Sutherland, C.J., 2013. Persistent detection of plasmodium falciparum, P. malariae, P. ovale curtisi and P. ovale wallikeri 
after ACT treatment of asymptomatic Ghanaian school-children. Int. J. Parasitol. Drugs Drug Resist. 3, 45–50. https://doi.org/10.1016/j.ijpddr.2013.01.001. 

Dinko, B., Ansah, F., Agyare-Kwabi, C., Tagboto, S., Amoah, L.E., Urban, B.C., Sutherland, C.J., Awandare, G.A., Williamson, K.C., Binka, F.N., Deitsch, K.W., 2018. 
Gametocyte development and carriage in Ghanaian individuals with uncomplicated plasmodium falciparum malaria. Am. J. Trop. Med. Hyg. 99, 57–64. https:// 
doi.org/10.4269/ajtmh.18-0077. 

Dondorp, A.M., Nosten, F., Yi, P., Das, D., Phyo, A.P., Tarning, J., Lwin, K.M., Ariey, F., Hanpithakpong, W., Lee, S.J., Ringwald, P., Silamut, K., Imwong, M., 
Chotivanich, K., Lim, P., Herdman, T., An, S.S., Yeung, S., Singhasivanon, P., Day, N.P., Lindegardh, N., Socheat, D., White, N.J., 2009. Artemisinin resistance in 
Plasmodium falciparum malaria. N. Engl. J. Med. 361, 455–467. https://doi.org/10.1056/NEJMoa0808859. 

Dondorp, A.M., Fanello, C.I., Hendriksen, I.C., Gomes, E., Seni, A., Chhaganlal, K.D., Bojang, K., Olaosebikan, R., Anunobi, N., Maitland, K., Kivaya, E., Agbenyega, T., 
Nguah, S.B., Evans, J., Gesase, S., Kahabuka, C., Mtove, G., Nadjm, B., Deen, J., Mwanga-Amumpaire, J., Nansumba, M., Karema, C., Umulisa, N., Uwimana, A., 
Mokuolu, O.A., Adedoyin, O.T., Johnson, W.B., Tshefu, A.K., Onyamboko, M.A., Sakulthaew, T., Ngum, W.P., Silamut, K., Stepniewska, K., Woodrow, C.J., 
Bethell, D., Wills, B., Oneko, M., Peto, T.E., von Seidlein, L., Day, N.P., White, N.J., 2010. AQUAMAT group. Artesunate versus quinine in the treatment of severe 
falciparum malaria in African children (AQUAMAT): an open-label, randomised trial. Lancet 376, 1647–1657. https://doi.org/10.1016/S0140-6736(10)61924-1. 

Lu, F., Culleton, R., Zhang, M., Ramaprasad, A., von Seidlein, L., Zhou, H., Zhu, G., Tang, J., Liu, Y., Wang, W., Cao, Y., Xu, S., Gu, Y., Li, J., Zhang, C., Gao, Q., 
Menard, D., Pain, A., Yang, H., Zhang, Q., Cao, J., 2017. Emergence of indigenous artemisinin-resistant plasmodium falciparum in Africa. N. Engl. J. Med. 376, 
991–993. https://doi.org/10.1056/NEJMc1612765. 

Lubis, I.N.D., Wijaya, H., Lubis, M., Lubis, C.P., Beshir, K.B., Staedke, S.G., Sutherland, C.J., 2020. Recurrence of plasmodium malariae and P. falciparum following 
treatment of uncomplicated malaria in north Sumatera with dihydroartemisinin-piperaquine or artemether-lumefantrine. Open forum. Infect. Dis. Ther. 7 https:// 
doi.org/10.1093/ofid/ofaa116 ofaa116.  

Luzzatto, L., 2012. Sickle cell anaemia and malaria. Mediterr. J. Hematol. Infect. Dis. 4, e2012065 https://doi.org/10.4084/MJHID.2012.065. 
Makani, J., Komba, A.N., Cox, S.E., Oruo, J., Mwamtemi, K., Kitundu, J., Magesa, P., Rwezaula, S., Meda, E., Mgaya, J., Pallangyo, K., Okiro, E., Muturi, D., Newton, C. 

R., Fegan, G., Marsh, K., Williams, T.N., 2010. Malaria in patients with sickle cell anemia: burden, risk factors, and outcome at the outpatient clinic and during 
hospitalization. Blood 115, 215–220. https://doi.org/10.1182/blood-2009-07-233528. 

Mba, C.J., Aboh, I.K., 2007. Prevalence and management of malaria in Ghana: a case study of Volta Region. Afr. Popul. Stud. 22. Available at: http://www.bioline.org. 
br/pdf?ep07007 (Accessed: 13 January 2021).  

Meerman, L., Ord, R., Bousema, J.T., van Niekerk, M., Osman, E., Hallett, R., Pinder, M., Walraven, G., Sutherland, C.J., 2005. Carriage of chloroquine-resistant 
parasites and delay of effective treatment increase the risk of severe malaria in Gambian children. J. Infect. Dis. 192, 1651–1657. 

Ministry of Health Ghana, 2014. Guidelines for Case Management of Malaria in Ghana. Available at: https://www.ghanahealthservice.org/publications (Accessed: 13 
January 2021).  

Mousa, A., Al-Taiar, A., Anstey, N.M., Badaut, C., Barber, B.E., Bassat, Q., Challenger, J.D., Cunnington, A.J., Datta, D., Drakeley, C., Ghani, A.C., Gordeuk, V.R., 
Grigg, M.J., Hugo, P., John, C.C., Mayor, A., Migot-Nabias, F., Opoka, R.O., Pasvol, G., Rees, C., Reyburn, H., Riley, E.M., Shah, B.N., Sitoe, A., Sutherland, C.J., 
Thuma, P.E., Unger, S.A., Viwami, F., Walther, M., Whitty, C.J.M., William, T., Okell, L.C., 2020. The impact of delayed treatment of uncomplicated P. falciparum 
malaria on progression to severe malaria: a systematic review and a pooled multicentre individual-patient meta-analysis. PLoS Med. 17, e1003359 https://doi. 
org/10.1371/journal.pmed.1003359. 

Noedl, H., Se, Y., Schaecher, K., Smith, B.L., Socheat, D., Fukuda, M.M., Artemisinin Resistance in Cambodia 1 (ARC1) Study Consortium, 2008. Evidence of 
artemisinin-resistant malaria in western Cambodia. N. Engl. J. Med. 359, 2619–2620. https://doi.org/10.1056/NEJMc0805011. 

Robinson, A., Busula, A.O., Voets, M.A., Beshir, K.B., Caulfield, J.C., Powers, S.J., Verhulst, N.O., Winskill, P., Muwanguzi, J., Birkett, M.A., Smallegange, R.C., 
Masiga, D.K., Mukabana, W.R., Sauerwein, R.W., Sutherland, C.J., Bousema, T., Pickett, J.A., Takken, W., Logan, J.G., de Boer, J.G., 2018. Plasmodium-associated 
changes in human odor attract mosquitoes. Proc. Natl. Acad. Sci. U. S. A. 115, E4209–E4218. 

Robinson, A., Busula, A.O., Muwanguzi, J.K., Powers, S.J., Masiga, D.K., Bousema, T., Takken, W., de Boer, J.G., Logan, J.G., Beshir, K.B., Sutherland, C.J., 2019. 
Molecular quantification of plasmodium parasite density from the blood retained in used RDTs. Sci. Rep. 9, 5107. https://doi.org/10.1038/s41598-019-41438-0. 

Spring, M.D., Lin, J.T., Manning, J.E., Vanachayangkul, P., Somethy, S., Bun, R., Se, Y., Chann, S., Ittiverakul, M., Sia-ngam, P., Kuntawunginn, W., Arsanok, M., 
Buathong, N., Chaorattanakawee, S., Gosi, P., Ta-aksorn, W., Chanarat, N., Sundrakes, S., Kong, N., Heng, T.K., Nou, S., Teja-isavadharm, P., Pichyangkul, S., 
Phann, S.T., Balasubramanian, S., Juliano, J.J., Meshnick, S.R., Chour, C.M., Prom, S., Lanteri, C.A., Lon, C., Saunders, D.L., 2015. Dihydroartemisinin- 
piperaquine failure associated with a triple mutant including kelch13 C580Y in Cambodia: an observational cohort study. Lancet Infect. Dis. 15, 683–691. https:// 
doi.org/10.1016/S1473-3099(15)70049-6. 

Sutherland, C.J., Lansdell, P., Sanders, M., Muwanguzi, J., van Schalkwyk, D.A., Kaur, H., Nolder, D., Tucker, J., Bennett, H.M., Otto, T.D., Berriman, M., Patel, T.A., 
Lynn, R., Gkrania-Klotsas, E., Chiodini, P.L., 2017. pfk13-independent treatment failure in four imported cases of plasmodium falciparum malaria treated with 
artemether-lumefantrine in the United Kingdom. Antimicrob. Agents Chemother. 61, e02382-16 https://doi.org/10.1128/AAC.02382-16. 

Sutherland, C.J., Henrici, R.C., Artavanis-Tsakonas, K., 2020. Artemisinin susceptibility in the malaria parasite plasmodium falciparum: propellers, adaptor proteins 
and the need for cellular healing FEMS. Microbiol. Rev. 23 https://doi.org/10.1093/femsre/fuaa056 fuaa056.  

Takala-Harrison, S., Jacob, C.G., Arze, C., Cummings, M.P., Silva, J.C., Dondorp, A.M., Fukuda, M.M., Hien, T.T., Mayxay, M., Noedl, H., Nosten, F., Kyaw, M.P., 
Nhien, N.T., Imwong, M., Bethell, D., Se, Y., Lon, C., Tyner, S.D., Saunders, D.L., Ariey, F., Mercereau-Puijalon, O., Menard, D., Newton, P.N., Khanthavong, M., 
Hongvanthong, B., Starzengruber, P., Fuehrer, H.P., Swoboda, P., Khan, W.A., Phyo, A.P., Nyunt, M.M., Nyunt, M.H., Brown, T.S., Adams, M., Pepin, C.S., 
Bailey, J., Tan, J.C., Ferdig, M.T., Clark, T.G., Miotto, O., MacInnis, B., Kwiatkowski, D.P., White, N.J., Ringwald, P., Plowe, C.V., 2015. Independent emergence of 
artemisinin resistance mutations among plasmodium falciparum in Southeast Asia. J. Infect. Dis. 211, 670–679. https://doi.org/10.1093/infdis/jiu491. 

Tangpukdee, N., Krudsood, S., Srivilairit, S., Phophak, N., Chonsawat, P., Yanpanich, W., Kano, S., Wilairatana, P., 2008. Gametocyte clearance in uncomplicated and 
severe plasmodium falciparum malaria after artesunate-mefloquine treatment in Thailand. Korean J. Parasitol. 46, 65–70. https://doi.org/10.3347/ 
kjp.2008.46.2.65. 

Taylor, S.M., Parobek, C.M., DeConti, D.K., Kayentao, K., Coulibaly, S.O., Greenwood, B.M., Tagbor, H., Williams, J., Bojang, K., Njie, F., Desai, M., Kariuki, S., 
Gutman, J., Mathanga, D.P., Mårtensson, A., Ngasala, B., Conrad, M.D., Rosenthal, P.J., Tshefu, A.K., Moormann, A.M., Vulule, J.M., Doumbo, O.K., Ter Kuile, F. 
O., Meshnick, S.R., Bailey, J.A., Juliano, J.J., 2015. Absence of putative artemisinin resistance mutations among plasmodium falciparum in sub-Saharan Africa: a 
molecular epidemiologic study. J. Infect. Dis. 211, 680–688. https://doi.org/10.1093/infdis/jiu467. 

Trape, J.F., Pison, G., Preziosi, M.P., Enel, C., Desgrées du Loû, A., Delaunay, V., Samb, B., Lagarde, E., Molez, J.F., Simondon, F., 1998. Impact of chloroquine 
resistance on malaria mortality. Compt. Rend. Acad. Sci. Paris Life Sci. 321, 689–697. 

Uwimana, A., Legrand, E., Stokes, B.H., Ndikumana, J.M., Warsame, M., Umulisa, N., Ngamije, D., Munyaneza, T., Mazarati, J.B., Munguti, K., Campagne, P., 
Criscuolo, A., Ariey, F., Murindahabi, M., Ringwald, P., Fidock, D.A., Mbituyumuremyi, A., Menard, D., 2020. Emergence and clonal expansion of in vitro 

L. Paris et al.                                                                                                                                                                                                           

https://doi.org/10.1128/AAC.00873-21
https://doi.org/10.1128/AAC.00873-21
https://doi.org/10.1186/s12936-018-2552-6
https://doi.org/10.1093/infdis/jiu141
https://doi.org/10.1016/j.ijpddr.2013.01.001
https://doi.org/10.4269/ajtmh.18-0077
https://doi.org/10.4269/ajtmh.18-0077
https://doi.org/10.1056/NEJMoa0808859
https://doi.org/10.1016/S0140-6736(10)61924-1
https://doi.org/10.1056/NEJMc1612765
https://doi.org/10.1093/ofid/ofaa116
https://doi.org/10.1093/ofid/ofaa116
https://doi.org/10.4084/MJHID.2012.065
https://doi.org/10.1182/blood-2009-07-233528
http://www.bioline.org.br/pdf?ep07007
http://www.bioline.org.br/pdf?ep07007
http://refhub.elsevier.com/S2405-6731(22)00040-X/rf0090
http://refhub.elsevier.com/S2405-6731(22)00040-X/rf0090
https://www.ghanahealthservice.org/publications
https://doi.org/10.1371/journal.pmed.1003359
https://doi.org/10.1371/journal.pmed.1003359
https://doi.org/10.1056/NEJMc0805011
http://refhub.elsevier.com/S2405-6731(22)00040-X/rf0110
http://refhub.elsevier.com/S2405-6731(22)00040-X/rf0110
http://refhub.elsevier.com/S2405-6731(22)00040-X/rf0110
https://doi.org/10.1038/s41598-019-41438-0
https://doi.org/10.1016/S1473-3099(15)70049-6
https://doi.org/10.1016/S1473-3099(15)70049-6
https://doi.org/10.1128/AAC.02382-16
https://doi.org/10.1093/femsre/fuaa056
https://doi.org/10.1093/infdis/jiu491
https://doi.org/10.3347/kjp.2008.46.2.65
https://doi.org/10.3347/kjp.2008.46.2.65
https://doi.org/10.1093/infdis/jiu467
http://refhub.elsevier.com/S2405-6731(22)00040-X/rf0150
http://refhub.elsevier.com/S2405-6731(22)00040-X/rf0150


Parasite Epidemiology and Control 19 (2022) e00276

9

artemisinin-resistant plasmodium falciparum kelch13 R561H mutant parasites in Rwanda. Nat. Med. 26, 1602–1608. https://doi.org/10.1038/s41591-020-1005- 
2. 

WHO, 2014. Severe Malaria. Tropical Med. Int. Health 19, 7–131. https://doi.org/10.1111/tmi.12313. 
WHO, 2021. World Malaria Report, 2019. https://www.who.int/teams/global-malaria-programme/reports/world-malaria-report-2021 (Accessed June 7, 2021).  

L. Paris et al.                                                                                                                                                                                                           

https://doi.org/10.1038/s41591-020-1005-2
https://doi.org/10.1038/s41591-020-1005-2
https://doi.org/10.1111/tmi.12313
https://www.who.int/teams/global-malaria-programme/reports/world-malaria-report-2021

	Parasite clearance dynamics in children hospitalised with severe malaria in the Ho Teaching Hospital, Volta Region, Ghana
	1 Introduction
	2 Materials and methods
	2.1 Study area
	2.2 Patients and study design
	2.2.1 Study participants and design
	2.2.2 Sample collection, treatment and follow-up

	2.3 Microscopy
	2.4 DNA extraction and parasite clearance time qPCR (PCT qPCR) assay
	2.5 Data and statistical analysis

	3 Results
	3.1 Patient characteristics
	3.2 Estimation of parasite clearance time by qPCR
	3.3 Microscopic assessment of gametocyte carriage
	3.4 Association of parasite clearance dynamics with patient characteristics

	4 Discussion
	5 Conclusion
	Authors’ contributions
	Ethical approval
	Funding
	Data availability statement
	Declaration of Competing Interest
	Acknowledgements
	References


